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In the past, meat by-products have been associated to the exposure to the agent of the BSE, a prion disease [1]. In EU PAPs (Processed Animals Proteins)
are subject to strict controls to avoid any possible exposure of ruminants to prions: in 2001 a total feed ban was applied to all farmed animals [2].
Regulation (EU) 51/2013 [3] lays down the official methods for determination of constituents of animal origin: banned PAPs can be detected by light
microscopy (LM) and polymerase chain reaction (PCR). Nevertheless, even combined, sometimes these methods do not succeed in determining the
taxonomic origin of the PAPs. In particular PCR analysis cannot distinguish between ruminant DNAs e.g. coming from muscle and bones from those
originating from milk products, which are allowed to be used. Thus the addiction of milk products in feed could mask a possible presence of ruminant
PAP, and leave the door open to potential frauds. Mass-spectrometry can be helpful in identifying peptides from specie-specific muscular proteins, since
milk is an allowed ingredient in feed and PCR is not able to discriminate the origin of DNA.
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